Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.038; wR factor = 0.081; data-to-parameter ratio = 9.4.
In the title compound, C 14 H 9 NO 2 , the phenyl ring makes a dihedral angle of 50.59 (5) with the mean plane of the isatin fragment. In the crystal, molecules are linked through weak intermolecular C-HÁ Á ÁO hydrogen bonds. The crystal structure also exhibits two slippedinteractions between the benzene rings of neighbouring molecules [centroidcentroid distance = 3.968 (3) Å , interplanar distance = 3.484 (3) Å and slippage = 1.899 (3) Å ], and between the phenyl rings of neighbouring molecules [centroid-centroid distance = 3.968 (3) Å , interplanar distance = 3.638 (3) Å and slippage = 1.584 (3) Å ].
Related literature
For the pharmacological properties of isatin derivatives, see: Prakash et al. (2010) . For C-C bond lengths in dikotone moieties, see: Rathna & Chandrasekhar, (1991) .
Experimental
Crystal data C 14 H 9 NO 2 M r = 223.22
Orthorhombic, P2 1 2 1 2 1 a = 3.9677 (1) Å b = 13.3259 (4) Å c = 20.3397 (7) Å V = 1075.42 (6) Å 3 Z = 4 Mo K radiation = 0.09 mm À1 T = 293 K 0.37 Â 0.30 Â 0.15 mm
Data collection
Nonius KappaCCD diffractometer 7556 measured reflections 1462 independent reflections 1085 reflections with I > 2(I) R int = 0.051 Refinement R[F 2 > 2(F 2 )] = 0.038 wR(F 2 ) = 0.081 S = 1.06 1462 reflections 155 parameters H-atom parameters constrained Á max = 0.16 e Å À3 Á min = À0.12 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1 2 ; Ày þ 1 2 ; Àz þ 2; (ii) Àx þ 1; y À 1 2 ; Àz þ 3 2 ; (iii) Àx; y À 1 2 ; Àz þ 3 2 .
Data collection: COLLECT (Nonius, 2000); cell refinement: SCALEPACK (Otwinowski & Minor, 1997); data reduction: DENZO (Otwinowski & Minor, 1997) and SCALEPACK; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL, Mercury (Allen et al., 2004) and DIAMOND (Brandenburg, 1998)'; software used to prepare material for publication: publCIF (Westrip, 2010).
1-Phenylisatin

D. Shukla and M. Rajeswaran
Comment
Isatin is a commercially available indole derivative. Isatin derivatives are well known for their pharmacological properties such as anticonvulsant activity (Prakash et al., 2010) . We report herein the crystal structure of the title compound.
In the title compound ( Fig. 1) , the isatin unit is essentially planar, with a mean deviation of 0.004 (2) Å from the least-squares plane defined by the nine constituent atoms. The phenyl ring makes a dihedral angle of 50.59 (5)° with the mean plane of the isatin fragment. The observed C-C bond length of 1.547 (3) Å in diketo moiety is slightly longer than normal C-C bond length (Rathna & Chandrasekhar, 1991) . The crystal packing (Fig. 2) is stabilized by three weak intermolecular C-H···O hydrogen bonds; the first one between a benzene H atom and the O atom of the carbonyl unit (Table   1 ; C4-H4···O2 i ), the second one between a benzene H atom and the O atom of the carbonyl unit (Table 1 ; C7-H7···O1 ii ), and the third one between a phenyl H atom and the O atom of the carbonyl unit (Table 1 ; C11-H11···O2 iii ).
The crystal packing (Fig. 3) is further stabilized by two weak slipped π···π interactions (Fig. 4) ; the first one between the benzene rings of neighbouring molecules, with a Cg1···Cg1 i distance of 3.968 (3) Å and an interplanar distance of 3.484 (3) Å resulting in a slippage of 1.899 (3) Å (Cg1 is the centroid of the C3-C8 benzene ring), and the second one between the phenyl rings of neighbouring molecules, with a Cg2···Cg2 i distance of 3.968 (3) Å and an interplanar distance of 3.638 (3) Å resulting in a slippage of 1.584 (3) Å (Cg2 is the centroid of the C9-C14 phenyl ring)
Experimental
The title compound, 1-phenylisatin, was purchased from Aldrich Chemical Co.. Single crystals suitable for X-ray diffraction were obtained by sublimation under reduced pressure.
Refinement
All the Friedel pairs were merged. All H-atoms were positioned geometrically and refined using a riding model with d(C-H) = 0.93Å, U iso =1.2U eq (C) for aromatic 0.97Å, U iso = 1.2U eq (C) for CH 2 atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.3503 (5) 0.20706 (10) 0.76634 (7) 0.0522 (4) O1 0.0729 (4) 0.36020 (10) 0.75768 (7) 0.0685 (4) O2 0.0940 (5) 0.34979 (11) 0.90098 (7) 0.0861 (6) Symmetry codes: (i) x+1/2, −y+1/2, −z+2; (ii) −x+1, y−1/2, −z+3/2; (iii) −x, y−1/2, −z+3/2. 
